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SEQUENCE LISTING 

<110> Palecek, Emil 
Kosak, Hans 

<120> Method for Identifying, Quantifying 
and/or Characterizing an Analyte 



<130> 10848/037US1 

<140> 10/506,759 
<141> 2004-09-08 

<150> PCT/EP03/002202 
<151> 2003-03-04 

<150> 10210100.0 
<151> 2002-03-08 

<160> 4 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 97 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Arbitrary Sequence 
<400> 1 

aaaaaaaaaa aaaaaaaaaa aattcttctt cttcttcttc ttcttcttct tcttcttctt 60 
cttcttcttc ttcttcttct tcttcttctt cttcttc 97 



<210> 2 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Arbitrary Sequence 

<400> 2 

cttttccttc tcaaaaaaaa aaaaaaaaaa aa 

<210> 3 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Arbitrary Sequence 
<400> 3 

tttttttttt gagaaggaaa aag 

<210> 4 
<211> 23 
<212> DNA 

<213> Artificial Sequence 



32 



23 



<220> 

<223> Arbitrary Sequence 
<400> 4 

tttttttttt agagaaaggg aaa 



